Introduction

 Both obesity and diabetes are associated with insulin resistance and show numerous physiological
and metabolic disturbances. Previous studies have linked gut microbiome dysbiosis with diabetes
and obesity, and established the beneficial role of probiotics in stabilizing the gut microbiome.

 Geranylgeraniol is an isoprenoid found in fruits, vegetables, and grains that has several health
benefits. Tocotrienol, a subfamily of vitamin E, has anti-inflammatory activity among other health
benefits. The benefits of geranylgeraniol and tocotrienols on the gut microbiome, however, have yet
to be discovered.

* In the present study, we further examined the combined effect of geranylgeraniol and tocotrienol on
the gut microbiome of obese male mice. We hypothesized that this combination would have a

beneficial effect on the composition and function of the gut microbiome than either geranylgeraniol

or tocotrienol individually.
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Figure 1. Diagram illustrating the experimental design of the study.

Abstract

 INTRODUCTION In recent years, characterization of gut microbiota composition and Res u ItS
function were linked to the progression of type 2 diabetes mellitus. Recent evidence
showed that Geranylgeraniol, an isoprenoid found In fruits, vegetables, and grains,
iImproves glucose homeostasis. Similarly, Tocotrienol, a subfamily of vitamin E, also
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Figure 2. Functional analysis of gut microbiome.

Conclusions
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Our results suggest that geranylgeraniol and tocotrienol affect the gut microbiome composition and
Its function by being utilized as substrates in their functional metabolism. This implies the potential
of geranylgeraniol and tocotrienol to be prebiotics.




